A. A.2 The gradual bidirectional transition from Cav1 monomer to scaffold and Caveolae B Cav1 nested phenotype composition of cell types
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A 2D projection of 3D volumetric signal is demarcated by negative 2nd derivative.
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A Belief function is consistent with network analysis classification frequency
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Probabilistic labelling of objects In PC3P I RF IS consistent across parameter space
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A healthy donor tissue (H1)

B healthy donor tissue (H2)

C AD donor tissue
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A.2 PC3 Cav1 Objects
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